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Two new, putative alpha-1-3/4 fucosyltransferases (0l1-3/4 Fuc-Ts), Fuc-Tx and Fuc-TxI, were
identified in the vertebrate genome and transcriptome sequence databases through sequence
homology-based queries, These proteins have a significant sequence similarity to only al1-3/4
Fuc-Ts, and possess peptide motifs that are evolutionarily conserved amang the lknown
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Disponibilidad software cientifico

Tipo de software cientifico:

*Uso por los cientificos en tareas “generales”
(Word, Excel, Sistemas operativos).
*Uso por los cientificos en tareas “especificas”

(MathLab, SigmaPlot, EndNote), hecho por
empresas.

*Hecho por cientificos para sus propias
investigaciones: EMBOSS, Primer3, gnuplot, etc.



Condiciones para publicacion de
trabajos sobre software

Disponibilidad de manera gratuita para
comunidad académica.

Opcidn a uso de servidor web

Cdédigo fuente: Solo en casos que sea
relevante como la presentacion de un
algoritmo nuevo o mejor que uno conocido.

open source



Licencias de software en ciencia

Software cientifico Software cientifico

[ Privativa
[ GPL

M Otras libres
[ INA

En base a todas las publicaciones aparecidas en
“Bioinformatics” desde Enero a junio de 2007.

Ejemplo: Caso BIP (Biology in Python)

I Privativa
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[ ] Otras libres




Acceso a la informacion: Open Access (OA).

Condiciones que definen OA:

*El autor otorga permiso para copiar, usar,
mostrar, etc, su trabajo, siempre y cuando se cite
la fuente.

*El trabajo (y material suplementario) debe estar
disponible en un repositorio institucional de acceso
irrestricto (pubmed, PLOS, etc).
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Modelo de negocios asociado al OA:

El que publica, paga. Publicidad.
Impresiones.

Actualidad: 2800 publicaciones listadas en
www.doaj.org

Clasificacion: OA nativas y “migrantes”.
Acceso semirestringido.

Desventajas:
cIndependencia editorial?

{Uso de fondos publicos para competir con negocio
privado ya establecido? (ej. de BMC)

{Presupuesto de investigacion?
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Oposicion al OA: Partnership for Research
Integrity in Science & Medicine (PRISM)

{. PRISM

Objetivo: "educate policy makers and the American
people about the risks posed by government
intervention in scholarly publishing."

(resumen: Hacer lobby).

Comentario de Wired: It takes several logical steps,
and maybe some leaps, to link that mission to
research integrity.
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The FPartnership for Research Integrity in Science and Medicine
(PRISM) was formed to advocate for policies that ensure the quality,
integrity, and economic viability of peer-reviewed journals.

FRISM supports new approaches to access and new economic
madels that offer choices to suit diverse budgets and needs.
Fublishers have been at the forefront in testing new models to expand
access for subscribers and non-subscribers alike.

PRISM expresses concerns about the unintended consequences of
unfunded government mandates and mandatory one-size-fits-all
policies that underestimate the complexities and differing needs of the
scientific community and scientific journals.

PRISM seeks to educate all stakeholders about the importance of
maintaining the integrity of published information, and sustaining the
incentives for all publishers to invest in the system of independent Copyright: Getty Images
publishing that continues to sustain the public's trust in scientific and

medical research.
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